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Traditional Chinese Medicine Regulates Gut Microbiota to Intervene in Digestive System

Malignant Tumors: A Review
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[Abstract] Digestive system malignant tumors (DTs) are one of the leading causes of death globally and carry a heavy
economic burden. Gut microbiota plays a critical role in maintaining host health, including providing nutrition, defending against
pathogens, and promoting immune development. In recent years, more and more studies have shown that dysbiosis of gut
microbiota is closely associated with DTs such as gastric cancer, liver cancer, and colon cancer. Therefore, targeted regulation of
gut microbiota plays a potential role in inhibiting the growth and metastasis of DTs, while its specific regulatory mechanism remains
unclear. As the studies about the anti-tumor effects of traditional Chinese medicine (TCM ), especially the basic and clinical studies
on the regulation of gut microbiota by TCM in tumor treatment, have been growing, the therapeutic effects of TCM on DTs have
attracted much attention. This paper provides a systematic review of the relationship between gut microbiota and DTs, as well as the

related studies on the modulation of gut microbiota by TCM against DT, with the aim of providing a foundation and direction for
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future basic and clinical studies on DTs. The literature review shows that gut microbiota influence the occurrence and development
of DTs through multiple pathways. These pathways include triggering chronic inflammation, producing oncogenic metabolites,
inducing genomic instability, regulating the immune system, and altering the tumor microenvironment. TCM can exert anti-DT
effects by regulating the composition of gut microbiota, modulating gut microbiota metabolites, repairing intestinal barrier

function, and influencing immune functions. Therefore, understanding the relationship between gut microbiota and DTs and the

regulatory mechanisms of TCM may provide new strategies for future prevention and treatment of DTs.
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Table 1 Mechanism of traditional Chinese medicine monomers regulating gut microbiota to intervene in colon cancer
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Table 2 Mechanism of traditional Chinese medicine compound prescription regulating gut microbiota to intervene in colon cancer
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Table 3 Mechanism of traditional Chinese medicine monomers regulating gut microbiota to intervene in liver cancer
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