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[ Abstract ] Objective; Research on a new adulterant of Clematidis Radix et Rhizoma was made by the
ideas and methods of pharmacognosy and molecular pharmacology, in order to provide the basis for safe use of this
herb. Method: The characters, microscopy and other pharmacognostic studies were performed on Clematidis
Radix et Rhizoma and its adulterant, the characteristics of pharmacognostic identification of Clematidis Radix et
Rhizoma and its adulterant were described. DNA in samples was extracted, internal transcribed spacer (ITS)
sequences were amplified by polymerase chain reaction ( PCR) and analyzed by Contigkxpress. The ITS
sequences was calculated the similarity according to the ITS sequences of National Center for Biotechnology
Information ( NCBI) database. Result: Pharmacognostic identification characteristics of Clematidis Radix et
Rhizoma and its adulterant were skin color and the existence of the stem nodes, etc; the difference in their

microscopic characteristics of transverse section was the existence of the pith. The molecular pharmacognostic

[REAR] 20180207 (002)

[(E2WB] EZRPELE )R 2015 455 o 251700 BHF % 101 (20154680022 )

[%— 1’E%] TRE R, NG A 5 0 7 AR 25 # BF Y, E-mail : 1192778854 @ qq. com

[BEMEE] XEE L B8, NF MY S 574 255 W5, Tel :010-84738624 , E-mail : max_liucs@ 263. net

.20 -



55 24 55 14 M FEXEAFFEHRE Vol. 24, No. 14
2018 427 H Chinese Journal of Experimental Traditional Medical Formulae Jul. ,2018

studies showed the adulterant of Clematidis Radix et Rhizoma was Ardisiae japonicae sourced from Myrsinaceae.
Conclusion: This adulterant of Clematidis Radix et Rhizoma is the stem and rhizome of A. japonicae. A. japonicae

differs from Clematidis Radix et Rhizoma in terms of composition and function, so we should strictly distinguish

them in clinical application.
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Fig. 1
Rhizoma( A) and this adulterant(B)
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Clematidis Radix et Rhizoma( C) and this adulterant(D)
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Fig. 3 PCR amplification of Clematidis Radix et Rhizoma and

this adulterant
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