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[ Abstract ] Objective: To identify Lonicerae Japonicae Flos from different areas by determination of
index ingredients and DNA molecular markers. Method: High performance liquid chromatography method was
used for determination of chlorogenic acid, galuteolin and macranthoidin B. Genomic DNA was extracted from
control medicinal material of Lonicerae Japonicae Flos and Lonicerae Flos, as well as samples of Lonicerae
Japonicae Flos from Hebei and Shandong, samples were identified by allele-specific diagnostic polymerase chain
reaction (PCR) based on sequences of internal transcribed spacer. Result: The content of chlorogenic acid in
samples from Heibei and Shandong was 3.1% -3.3% . The content of galuteolin in samples from Hebei and
Shandong were 0.049% -0.050% and 0.069% -0. 078% , respectively. Macranthoidin B was not detected in
samples from both areas. Samples from both areas were identified as Lonicerae Japonicae Flos by diagnostic PCR.
Conclusion: As a supplement to conventional methods, for identification of Lonicerae Japonicae Flos, DNA
molecular technology has a great advantage in accuracy and good reliability.
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Table 1 Contents of index ingredients in Lonicerae Japonicae Flos

%

A i) 5 R AR EH
1 g4 3.1 0. 049
2 e 3.1 0. 050
3 LB 3.2 0. 049
4 AR 3.2 0.073
5 AR 3.2 0.078
6 IR 3.3 0. 069
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2.2 iR4E DNA %5E il
2.2.1 DNA B2 S Y3 41 DNA 42 1]
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Fig.1 DNA electrophoretogram of Lonicerae Japonicae Flos
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Fig.2 PCR products electrophoregram of Lonicerae Japonicae Flos

®2 SMEFMULREL DNA RESF
Table 2 DNA quality analysis of Lonicerae Japonicae Flos and

Lonicerae Flos

B i A260 um A280 um A260 nm” 4280 nm
] 0.234 0.129 1.81
S 0.235 0.132 1.78
1 0. 406 0.229 1.77
2 0.392 0.225 1.74
3 0.372 0.211 1.76
4 0. 326 0. 185 1.76
5 0.324 0.181 1.79
6 0.363 0.198 1.83

T ) G RAEXT IR 2588 5 S IR AE XS IR 25 4 51 ~ 3. 0 b 7 i
fisd ~ 6. AR HURE A o

ST, 5 4 B AE X TR 24 B B SR AR A R — 5T
FNWTRE A28 G R AE o A 2 A7 4 R AE 1Y 4 S
PR 38 7 W e BE AT B I 22 S L R R L Y P 2
7P B v T AL 7 A Y, 3 B AR
FEAE I T K AFAE 22 5%
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