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Flos and Forsythiae Fructus on Immune Pathway of HIN1 Influenza A
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[ Abstract ] Objective: To study the effect of Lonicerae Japonicae Flos and Forsythiae Fructus on immune
pathway of HIN1 Influenza A based on bioinformatics approach. Method; Target proteins of Lonicerae Japonicae
Flos and Forsythiae Fructus, and genes of HIN1 Influenza A were searched in TCM Database @ Taiwan, PubChem
and Gene online public platform databases. Bioinformatics software was used to analyze the data sets, and explain
the effect of Lonicerae Japonicae Flos and Forsythiae Fructus on immune pathway of HIN1 Influenza A. Result;
There were 16 target proteins of Lonicerae Japonicae Flos, eight target proteins of Forsythiae Fructus and 32 genes
of HINI influenza A. According to the bioinformatics analysis, Lonicerae Japonicae Flos and Forsythiae Fructus

have their specific immune pathways, respectively. After the production pathway of IL-12 signaling and the pathway

[KFBEE] 20160421 (008)

[E€TB] FEEAREFIEEEFEDHE (81503388)

[&%— 1’5%] 257 10 BB ST B3, N ZE o B 25 B 98 14 e i T 41, Tel : 15810212686 , E-mail : lilylovel 116 @ 126. com
BIRAEE] BBV AR50, 4 900, T b B IE G I TAE , Tel: 010-64014411-3301, E-mail : 1ap64067611@ 126. com

- 201 -



5523 555 10 FELEATFZERE Vol. 23, No. 10
2017 4£ 5 A Chinese Journal of Experimental Traditional Medical Formulae May,2017

IL-8 signaling were treated with the drug pairs, the —log P value representing the correlation between drug target
protein and biological pathway was higher than that of single administration of Lonicerae Japonicae Flos or
Forsythiae Fructus. Matrix metalloproteinases ( MMPs) involved in the most of specific immune pathways of
Lonicerae Japonicae Flos, and PRKCA involved in the most of specific immune pathways of Forsythiae Fructus.
Conclusion; Lonicerae Japonicae Flos and Forsythiae Fructus have their own characteristics in regulating specific
immune pathways related to HIN1 Influenza A. When being used as a drug pair, they have more advantages in

regulating the production pathway of 1L-12 signaling and the pathway IL-8 signaling. MMPs and PRKCA may be the

key proteins of Lonicerae Japonicae Flos and Forsythiae Fructus in regulating immune pathways.
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Table 1 Target proteins and genes of Lonicerae Japonicae Flos,

Forsythiae Fructus and HIN1 influenza A
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Fig.1 Specific immune pathways of Lonicerae Japonicae Flos and

HIN1 influenza A
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Fig.2 Specific immune pathways of Forsythiae Fructus and HIN1

influenza A
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Fig.3 Common immune pathways of Lonicerae Japonicae Flos,

Forsythiae Fructus and HIN1 influenza A
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Table 2 Focus molecules of Lonicerae Japonicae Flos, Forsythiae Fructus and HIN1 influenza a on immune pathways
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