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[ Abstract] The gut microbiota and its metabolites play a critical role on health maintenance, because they
are involved in the absorption and metabolism of nutrients in the human bodies. This is also similar to traditional
Chinese medicine (TCM) view that the ascending and descending of Qi movement affects Yin-Yang, Qi-blood,
pneuma and body fluid, viscera and meridians of our bodies. More and more studies have demonstrated that gut
microbiota is closely related to the development and progression of diabetes and its complications. Gut microbiota
disorder could affect host metabolic signaling pathways, thereby promoting the formation and development of
diabetes. The smooth ascending and descending of Qi movement is the basic form of maintaining host metabolic
homeostasis, whose dysfunction however can lead to internal environment disturbance. Based on the theory of
ascending and descending of Qi movement, this paper focuses on the pathogenesis of imbalanced intestinal flora in

the process of the induction of diabetes mellitus from a dynamic perspective. It is assumed that the imbalance of Qi
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ascending and descending may act as a trigger for such symptoms as lung Qi impairment, spleen deficiency to
dissipating essence, liver Qi stagnation and kidney Yang deficiency. Under this circumstance, gut microbiota will
be out of balance, which will further lead to the nutrient substance metabolic disturbance in the body, and thus
induce diabetes. Thus, it is significant to explore the regulatory mechanism of gut microbiota and its metabolites on

diabetes based on the theory of ascending and descending of Qi movement, so as to reveal the scientific connotation

of TCM in regulating substance metabolism homeostasis in the body.
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Fig.1 Analysis on pathogenetic of “microflora-diabetes mellitus” based on theory of ascending and descending of Qi movement
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