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[ Abstract ] Objective; In this paper, the network pharmacology method was used to explore the material

basis and the mechanism of Magnoliae Officinalis Cortex (Houpo) on depressive disorder. Method: Firstly, the
main chemical components of Houpo were gathered from CNKI, SciFinder, traditional Chinese medicine systems
pharmacology database and analysis platform ( TCMSP) and other databases. Next, the potential targets of the
chemical ingredients in Houpo were searched and selected by BATMAN-TCM database. The targets of depressive
disorder were collected from HPO database. Then all the targets were entered into the search tool ( String
database) for the retrieval of protein-protein interactions so as to confirm antidepressant chemistries and their
related targets. Furthermore, the functional enrichment analysis was carried out through the David database.
Based on these above results, the networks of " drug targets-disease targets" and " compounds-targets-pathways" of
Houpo on depressive disorder were built by Cytoscape v3.5. 1 software, respectively. Network topology analysis
was used to screen the key targets and the corresponding components. Then molecular docking verification of "
component-target proteins" was further conducted. Result: A total of 16 active compounds involving in 74 key
targets for depressive disorder were selected and confirmed from 138 chemical components of Houpo. Molecular
docking analysis showed that compared with other components, ten volatile components in the 16 active compounds
had good binding activities with the top 5 key targets [ the top 5 of degree value, including insulin receptor
(INS), mitogen-activated protein kinase 1 ( MAPK1), guanine nucleotide binding protein alpha inhibition 3
(GNAI3), phosphatidylinositol 3-kinase receptor 1 ( PIK3R1) and selective receptor Bl ( GNB1) ] and the 3
direct acting targets of popular drugs for depression [ muscarinic acetylcholine receptor M2 ( CHRM2 ), 5-
hydroxytryptamine receptor ( HTR ) 2B and HTR2C ]. The functional enrichment analysis showed the
antidepressant mechanism of Houpo mainly involved neurotrophin signaling pathway, MAPK signaling pathway,
calcium signaling pathway and neuroactive ligand-receptor interaction, etc. Conclusion: This study reveals the
active ingredients and the mechanism of anti-depression of Houpo based on network pharmacology, a total of 16 key
active ingredients related to anti-depression are selected. This paper can provide references for development of

antidepressants and the discovery of quality markers of Houpo for anti-depression.
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depression; Magnoliae Officinalis Cortex; network pharmacology; material basis; lignans;

alkaloids; volatile components
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Fig.1 Interaction network of “drug targets-depression disease targets” of Magnoliae Officinalis Cortex
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Table 1 Key targets in interaction network of “drug targets-depression disease targets” of Magnoliae Officinalis Cortex
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Fig. 2 Molecular docking of 16 important compounds from

Magnoliae Officinalis Cortex with key targets
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